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SEQUENCE LISTING 



<110> Gorenflot, Andre Francois 
Precigout, Eric 

Delbecq, Stephane 

Schetters, Theodorus Petrus Maria 

<120> Method of Preparing an Immunogenic Fusion Protein Comprising 
Babesia Polypeptides 

<130> 1-2002.010 US 

<140> 10520698 
<141> 2005-08-02 



<150> EP 02077800.7 

<151> 2002-07-10 

<150> PCT/EP03/0 74 77 

<151> 2003-07-09 

<160> 20 

<170> Patentin version 3.3 

<210> 1 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer, probe, linker etc. 

<400> 1 

attaaccctc actaaaggga 2 0 



<210> 2 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer, probe, linker etc. 

<400> 2 

aatggcaata atggatcctg caccaatctc 30 



<210> 3 

<211> 30 

<212> DNA 

<213> Artificial 



<220> 

<223> Primer, probe, linker etc. 



<400> 3 

gaaggatggc ttaagcttac tagatccctg 



30 



<210> 4 

<211> 30 

<212> DNA 

<213> Artificial 



<220> 

<223> Primer, probe, linker etc. 
<400> 4 

acacaggaaa caggatccat gtcccctata 30 



<210> 5 

<211> 30 

<212> DNA 

<213> Artificial 



<220> 

<223> Primer, probe, linker etc. 

<400> 5 

cgcgaggcag ataagctttc agtcacgatg 30 



<210> 6 

<211> 63 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer, probe, linker etc. 

<400> 6 

cgtgtgccca gatagaagac gggtagtacc tgaagtacta gatccctgac ctgatcctgc 60 
age 63 



<210> 7 

<211> 78 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer, probe, linker etc. 

<400> 7 

cgtcttctat ctgggcacac gtgtttcacg ttgacaggtt tgcttgggac gctagtaacc 60 



atgggcttgc tgacttag 



78 



<210> 8 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer, probe, linker etc. 

<400> 8 

ctaagtcagc aagcccatgg ttac 24 



<210> 9 

<211> 27 

<212> DNA 

<213> Artificial 



<220> 

<223> Primer, probe, linker etc. 
<400> 9 

cccaagcttc taagtcagca agcccat 2 7 



<210> 10 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer, probe, linker etc. 

<400> 10 

tggcttctta ggactggatc cctgacctga 30 



<210> 11 

<211> 66 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer, probe, linker etc. 
<400> 11 

cgatttcgct gctgtacctt cttctttgtc tgccattgtc ttcggtatca ttgtatcaat 60 
gttccg 66 



<210> 12 

<211> 67 

<212> DNA 

<213> Artificial 



<220> 

<223> Primer, probe, linker etc. 



<400> 



12 



gtccggaaca ttgatacaat gataccgaag acaatggcag acaaagaaga aggtacagca 



60 



gcgaaat 



67 



<210> 13 

<211> 21 

<212> PRT 

<213> honey bee 

<400> 13 

Met Lys Phe Leu Val Asn Val Ala Leu Val Phe Met Val Val Tyr lie 
15 10 15 



Ser Tyr lie Tyr Ala 
20 



<210> 14 

<211> 30 

<212> PRT 

<213> unknown 

<220> 

<223> amino acid numbers 352-381 of NCBI accession number B2 6359 
<400> 14 

Thr Ser Gly Thr Thr Arg Leu Leu Ser Gly His Thr Cys Phe Thr Leu 
15 10 15 



Thr Gly Leu Leu Gly Thr Leu Val Thr Met Gly Leu Leu Thr 



<210> 15 

<211> 21 

<212> PRT 

<213> Sacharomyces 

<400> 15 

Gly Ala Lys Ala Ala Val Gly Met Gly Ala Gly Ala Leu Ala Val Ala 
15 10 15 



Ala Ala Tyr Leu Leu 
20 



20 



25 



30 



<210> 16 
<211> 24 



<212> PRT 

<213> Measles virus 



<400> 16 

Pro Tyr Val Leu Leu Ala Val Leu Phe Val Met Val Leu Ser Leu lie 
15 10 15 



Gly Leu Leu Ala lie Ala Gly lie 
20 



<210> 17 

<211> 20 
<212> PRT 

<213> Human Hepesvirus, type 4 
<400> 17 

Glu Glu Asn Leu Leu Asp Phe Val Arg Phe Met Gly Val Met Ser Ser 
15 10 15 



Cys Asn Ser Ser 
20 



<210> 18 
<211> 20 
<212> PRT 

<213> Babesia divergens 
<400> 18 

Phe Ala Ala Val Pro Ser Ser Leu Ser Ala lie Val Phe Gly lie lie 
15 10 15 



Val Ser Met Phe 
20 



<210> 19 

<211> 28 

<212> PRT 

<213> Artificial 

<220> 

<223> C-terminal portion of an HA5-Bd37 construct 
<400> 19 

Glu lie Ser Gly Val Lys Leu Glu Phe Ala Ala Val Pro Ser Ser Leu 
15 10 15 



Ser Ala lie Val Phe Gly lie lie Val Ser Met Phe 
20 25 



<210> 20 
<211> 292 
<212> PRT 

<213> Babesia divergens 
<400> 20 

Ser Cys Thr Asn Leu Asn Gly Ser Gin Glu Pro Ala Ala Ala Asn Pro 
15 10 15 



Val Val Ser Thr Pro Gly Asn Asp Ala Gin Gin Ala Gly Thr Gin Gin 
20 25 30 



Gly Gly Ala Asn Ser Lys Ser Val Pro Glu Gin Gin Pro Gin Gin Ala 
35 40 45 



Ala Gly Glu Thr Thr Ala Thr Val Val Val Lys Thr Leu Asp Val Leu 
50 55 60 



Arg Gly Glu Leu Arg Gly Gin Arg Glu Ala Phe Leu Ser Glu lie lie 
65 70 75 80 



Lys Ser Asp Gly Pro Phe Thr lie Leu Gin Leu Val Gly Tyr Leu Arg 
85 90 95 



Val Val Asp Thr Asp Leu Leu Leu Lys Val Asp Ser Thr Lys Val Asp 
100 105 110 



Glu Ala Gly Lys Lys Val Lys Ala Tyr Leu Glu Lys lie Gly lie Arg 
115 120 125 



Gly Asp Ser Val Glu Ala Ala Leu Asp Asn Leu Met lie Lys Val Tyr 
130 135 140 



Glu lie Thr Lys Gly Thr Val Glu Ser Ser Ala Gin Gly Thr Asp Ser 
145 150 155 160 



Glu Glu Leu Lys Thr Leu Leu Leu Lys Phe Ser Glu Asp Leu Lys Ala 
165 170 175 



Glu Gin Glu Leu His Ser Glu Ala Lys Gly Gly Glu Ala Leu Leu Ser 
180 185 190 



Ser Met Lys Thr Gin His Asp Glu Leu Leu Lys Lys Phe Ala Ala Leu 
195 200 205 



Thr Pro Thr Phe Leu Thr Ser Glu Asp lie Ser Gly Tyr Leu Thr Val 
210 215 220 



Pro Glu Tyr Gly Ala Pro Met Asn Ala Ala Lys Trp Lys Lys Val Glu 
225 230 235 240 



Gly Met lie His Gly Lys Leu Glu Ser Ser Glu Val Pro Ala Asn Leu 
245 250 255 



Lys Ala Leu Val Ala Glu Leu lie Glu Leu Arg Glu Gin Met Met Asp 
260 265 270 



Leu Leu Tyr Gly Pro lie Gly His His Asp Cys Ala Ala Gly Ser Gly 
275 280 285 



Gin Gly Ser Ser 
290 



